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RAW SEQUENCE LISTING 
* ERROR REPORT 




BIOTECHNOLOGY csr-S- 
SYSTEMS 
BRANCH 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number; 
Source: 

-<Date Processed b>*STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ' 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308^1221 
Effective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUfFfcRROR ED SEQUENCE LISTINGS, PI EASE USE THE CHECKER 
VERSION 4.1 PROGRAM , ACCESSIBLE THROUGH THE US. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

httn://www.iisnto < eov/wcb/offices/nac/chcckcr/chkr4InotcJitm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom stould.be a\varc4hat there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incomiifg mail 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/(fo-Rom. 

Any renlv including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead sfiould be sent via the following to the indicated addresses: 

1 EFS-Bio (<httn://www.usnto>gov/ebc/cfs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-145'? 

3. Hand Carry directly to (EFFECTIVE I2/<TW()3): 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B"03, Crystal Plaza Two, 
20 1 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or*othcr delivery service to: if S. Patent and Trademark Office, 
Box Sequence, Room *B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Plate, Arlington, VA 22202 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/677,877 



DATE: 04/09/2004 
TIME: 15:37:16 



A:\PTO.LN.txt 

N: \CRF4\04092004\ J677877 . raw 



3 
4 

C— > 0 
C--> 0 

C--> 0 



Input Set 

Output Set . _ . , _ _ . _ . _ _ _ . _ . 

SEQUENCE LISTING /yW^^ dI It^* 
;jj CTNF.RAT. TN FORM AT TON ; ^ === ^ ~-~> ^ ' \ « ' 

(iii) NUMBER OF SEQUENCES: 16 ( fa c y n ' ('H')T"" Oh^V^ 



(vi) 



CURRENT APPLICATION DATA: ^""^<t>ti 

(A) APPLICATION NUMBER: US/10/677 , 877* 

(B) FILING DATE: 02-Oct-2003 




lo 



ERRORED SEQUENCES 




INFORMATION FOR SEQ ID NO: 1: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 963 base pairs 
B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
HYPOTHETICAL: N 
ANT I -SENSE: N 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
IMMEDIATE SOURCE: 

B) CLONE: pTrimer(TO) 
FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 12. .947 
(D) OTHER INFORMATION: 

SEQU ENCE DE SCRIPTION: SEQ ID NO: 



Qv) CORKESTCrJDQJCE ADORES5: 

(A) ADDRESSEE: 

(B) STREET: 
(O CITY: 

(D) STATE. 

(E) COtfNTRY: 

M COMFUTER READABLE FORM: 

(A) MEDIUM TYTE: 

(B) COMTUTER: 

(Q OPERATING SYSTEM: 
(D» SOFTWARE: 
M) CURRENT AJTUCATION DATA : 
CAJ AJTUCATION NUMBER: 



E~> 
E— > 
E— > 
E— > 
E — > 
E— > 
E~> 
E— > 
E — > 
E~> 
E— > 
E~> 



30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 




V 
? 



0 



TTACGTAAGATCTAACGGTCTCCCTGGCCCCATTGGGCCCCCTGGTCCTCG 
CGGTCGCACTGGTGATGCTGGTCCTGTTGGTCCCCCCGGCCCTCCTGGACCTCCT j f T ^ 
TCCCCCTGGTCCTCCCAGCGCTGGTTTCGACTTCAGCTTCCTGCCCCAGCCAC / 

ctcaagagaaggc tcacgat ggtggcc gc tac tacc gggc t gatgatgccaatgt q 
ggttcgtgaccgtgacctcgaggtgga(^ccaccctcaagagcctgagccagcag 
atcgagaacatccggagcccagagggaagccgcaagaaccccgcccgcacctgcc 
gtgacctcaagatgtgccactctgactggaagagtggagagtactggattgaccc 
caaccaaggctgcaacctggatgccatcaaagtcttctgcaacatggagactg^ 
gagacctgcgtgtaccccactcagcccagtgtggcccagaagaactggtacatca 
gcaagaaccccaaggacaagaggcatgtctggt tcggcgagagcatgaccgatgg 
attccagttcgagtatggcggccagggctccgaccctgccgatgtggccatccag 
ctgaccttcctgcgcctgatgtccaccgaggcctcccagaacatcacctaccact 
gcaagaacagcgtggcc tacatggaccagcagac tggcaacctcaagaaggccct 
gctcctc^gggctccaacgagatcgagatccgcgccgagggcaacagccgct: 



'ft*** I 
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RAW SEQUENCE LISTING DATE : 

PATENT APPLICATION: US/10/677,877 TIME: 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\040 92004\J677877 . raw 



04/09/2004 
15:37:16 



E— 



E- 
E- 



-> 
-> 



ACCTACAGCGTCACTGTCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGA 
CAGTGATTGAATACAAAAC(^CCAAGTCCTCCCGCCTGCCCATCATCGATGTGGC 
CCCCTTGGACGT TGGTGCCCCAGACCAGGAAT TCGGC T TCGACGT TGGCCC TGTC 
TGCTTCCTGTAAA CT^CQTCCATCT. 
Xba I 

INFORMATION FOR SEQ ID NO: 2 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 311 amino acids 



:CTCCATCTAG& 




(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
MOLECULE TYPE: protein 
ORIGINAL SOURCE: 
(A) ORGANISM: Homo sapiens 

(xiJ^SEQLJENCE DESCRIPT ION: SEQ ID NO: _2 . 

ISNGLPGPIG^PPGPRUKTGD AGPVGPPGPP GPPGPPGPPS AGFDFSFLPQ PPQEKAHDGG 
61 jfe. Y Y RAD DAN V VRDRDLEVDT TLKSLSQQIE NIRSPEGSRK NPARTCRDLK MCHSDWKSGE 
L21 IVwiDPNQGCN LDAIKVFCNM ETGETCVYPT QPSVAQKNWY ISKNPKDKRH VWFGESMTDG 
'QFEYGGQGS DPADVAIQLT FLRLMSTEAS QNITYHCKNS VAYMDQQTGN LKKALLLKGS 
IF.TETRAF.GN Sg FTYSVTVn nrT ^HTHAWr; KTVIEYKTTK SSRLPIIDVA PLDVGAPDQ: 



60 
120 
180 
240 
300 



AOS 



fCF L 



(2) 



q > 



INFORMATION FOR SEQ ID NO: 3: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 771 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: N 
(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo 
(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer 
(ix) FEATURE: 

(A) NAME /KEY : CDS 

(B) LOCATION: 12.. 755 
(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 



(Jo r^i>^ 1A£ T^h^ 



sapiens 



(T2) 




(xi) 



E— > 89 



S— > 92 




2— > 9 



'AAGATCt^TGCCAATGTGGTTCGTGACCGTGACCTCGAGGTGGACACGACCCT 
CAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCAGAGGGAAGCCGCAA j& { 
CGCACCTGCCGTGACCTCAAGATGTGXXACTCTGACTGGAAGAGTGGAGAGT^ 
CCAACCAAGGCTGCAACCTGGATGCCATCAAAGTCTTCTO^ 

CGTGTACCCCACTCAGCCCAGTGTGGCCCAGAAGAACTGGTACATCAGCAAGAACCCCAAGGAC 
AAGAGGCATGTCTGGTTCGGCGAGAGCATGACCGATGGATTCCAGTTCGAGTATGGCGGCGAGG 
GCTCCGACCCTGCCGATGTGGCCATCCAGCTGACCTTCCTGCGCCTGATGTCCACCGAGGCCTC 
CCAGAACATCACC TACCAC TGGAAGAACAGCGTGGCC TACATGGACCAGCAGACTGGCAACCTC 
AAGAAGGCCCTGCTCCTGAAGGGCTCGAACGAGATCGAGATCCGCGC^ 
TC^CCTACAGCGTCACTGTCGATGGCTGCACGAGTCAOACCGG^ 
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RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/677,877 TIME: 



04/09/2004 
15:37:16 



Input Set : 
Output Set: 



A:\PTO.LN.txt 

N:\CRF4\04092004\J677877.raw 



E — > 
E— > 
E— > 
E— > 



E — > 



W — > 
W — > 



E — > 
E — > 
E — > 
E--> 
E — > 
E — > 
E — > 
E— > 
E— > 
E — > 
E— > 
E — > 
E— > 



99 
10 
10 
102 

105 
106 
107 
108 
109 
110 
111 
112 
113 
116 
117 
118 
119 
120 
123 
124 
125 
126 
127 
128 
129 
130 
131 
132 
133 
135 
136 
137 
138 
139 
140 
141 
144 
145 
146 
147 
148 
149 
150 
151 
152 
153 
154j 
15 




(2 




(ii) 
(vi) 

xi) 




FORMATION FOR SEQ ID NO: 4: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRIPTION: SEQ ID NO: 4 
RSDANVVRDR DLEVDTTLKS LSQQIENIRS PEGS RKN PAR TCRDLKMCHS DWKSGEYWID 
PNQGCNLDAI KVFCNMETGE TCVYPTQPSV AQKNWYISKN PKDKRHVWFG ESMTDGFQFE 
YGGQGSDPAD VAIQLTFLRL MSTEASQNIT YHCKNSVAYM DQQTGNLKKA LLLKGSNEIE 
IRAEGNSRFT YSVTVDGCTS HTGAWGKTVI EYKTTKSSRL PIIDVAPLDV GAPDQEFGFD 
VGPVCFL 

INFORMATION FOR SEQ ID NO: 5: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2487 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: N 
(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer/AP-TO 
(ix) FEATURE: 

(A) NAME /KEY : CDS 

(B) LOCATION: 12.. 2471 
(D) OTHER INFORMATION: 

(xi ) SEQUENCE DESCRIPTION: SEQ ID NO: 




JJJz 




_ ^ 

aagcttcctg^tgctgctgx:tgctgctgctgctgggcctgaggctacagctctccctg 
ggcat(^tcc(^gttgaggag^gaacccggacttctggaaccgcgaggcagccgag^ // * * 
cctgggtgccgccaagaagctgcagcctgcacagacagccgccaagaac^ 
tcctgggcgatgggatgggggtgtctacg«tgacagctgk:caggatcctaaaagggcag 
aagaaggac^^ctggggcctgagatacccctggccatggaccgcttcccatatgtggc 
tctgtccaagacatacaatgtagacaaacatgtg^cag^ 
cctacctgtgcggggtcaaggggaacttccagaccattggcttgagtgcagccgcccgc 
tttaaccagtgcaac^cgagacgcgggaacgag^ 
gaaagcagggaagtctvgtgggagtggtaaccaccagacgagtgcag^ 
ccggcacctacgcccacacggtgaaccgcaactggtactcggacgccgacgtgcctgcc 
tcggcccgccaggaggggtgccaggacatcgctacgciagctcatctccaacatggacat 1 



15 6\TGACGTGATCCTAGGTGGAGGCCGAAAGTACATGTTTCCCATGGGAACCCCAGACCCTG v 
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e- 

E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 



-> 
-> 
-> 
-> 
-> 
-> 
-> 

> 
-> 

> 
-> 
-> 

> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 

> 
-> 
-> 

> 
-> 

> 
-> 

> 

> 



157/ 
15t 
15$ 
16( 
161 
162 
163 
164 
165 
166 
16: 
16* 
16S 
17C 
171 
172 
17 
17 
17 
17 
17i 
17 
17 
18 
181 
182 
183 
184 
18£ 
18( 
18^ 
188 
191 
192 
193 
194 
195 
196 
197 
198 
199 
202 
203 
204 
205 
206 
207 
208 
209 



T 

7/AGTJ 



RAW SEQUENCE LISTING DATE: 04 

PATENT APPLICATION: US/10/677 , 877 TIME: 15 

Input Set : A:\PTO.LN.txt 

Output Set: N: \CRF4\04092004\ J677877 JL rasL-__ 



/09/2004 
:37:16 



AGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAG 
GAATGGCTGGCGAAGCGCGAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCA 
GGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGA 
AATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCT 
GCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCG 
CATCGACCATGGTCATCATGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGT 
TCGACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTC 
GTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTC 
CATC TTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCC TAT 
ACGGAAACGGTCGAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGC 
GAGAGCGGGAGCCCCGAGTATCGGC^GCAGT(^GX1AGTGCCCCTGGACGAAGAGACCC^ 
CGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGGAGGCGGAC 
TGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTAC 
ACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGTTCCGG 
AAGATCTAACGGTCTCCCTGGCCCCATTGGGCCCCCTGGTCCTCGCGGTCGCACTGGTG 
ATGCTGGTCCTGTTGGTCCCCCCGGCCCTCCTGGACCTCCTGGTCCCCCTGGTCCTCCC 
AGCGCTGGTTTCGACTTCAGCTTCCTGCCCCAGCCACCTCAAGAGAAGGCTCACGATGG 
TGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTTCGTGACCGTGACCTCGAGGTGG 
ACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCAGAGGG 
CGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAG 
TGGAGAGTACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCC^ 
GC^^CATGGAGACTGGTGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCCCAG^ 
AACTGGTAGATCAGGAAGAACCCCAAGGACAAGAGGGATGT^ 

GACCGATGGATTCC^GTTCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATGTGGCCA 
TCCAGCTGACCTTCCTGCGCCTGATGTCCACCGAGK^CTCCCAGAACATCACCTACCAC 
TGCAAGAACAGCGT GGCC TACATGGACCAGCAGAC TGGCAACCTCAAGAAGGCCCTGCT 
CCTCAAGGGCTCCAACGAGATCGAGATCCGCGCCGAGGGCAACAGCCGC 
GCGTCACTGTCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGACAGTGATTGAA 
TACAAAAC(^CCAAGTCCTCCCGCCTGCCCATCATCGATGTGGCCCCCTTGGACGTTGG 
TGCCCCAGACCAGGAATTCGGCTTCGACGTTGGCCCTGTCTGCTTCCTGTAAACTCCCT, 
CCATgJQGA 

(2) INFORMATION FOR SEQ ID NO: 6: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 819 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRIPTION: SEQ ID NO: 




5 



ft 



0< 




sfl mt 



MLLLLLLLGL RLQLSLGIIP VEEENPDFWN REAAEALGAA KKLQPAQTAA 
MGVSTVTAAR ILKGQKKDKL GPEIPLAMDR FPYVALSKTY NVDKHVPDSG 
KGNFQTIGLS AAARFNQCNT TRGNEVISVM NRAKKAGKSV GVVTTTRVQH 
VNRNWYSDAD VPASARQEGC QDIATQLISN MDIDVILGGG RKYMFPMGTP 
GGTRLDGKNL VQEWLAKRQG ARYVWNRTEL MQASLDPSVT HLMGLFEPGD 
LDPSLMEMTE AALRLLSRNP RGFFLFVEGG RIDHGHHESR AYRALTETIM 
LTSEEDTLSL VTADHSHVFS FGGYPLRGSS I FGLAPGKAR DRKAYTVLLY 
GARPDVTESE SGSPEYRQQS AVPLDEETHA GEDVAVFARG PQAHLVHGVQ 



KNLIIFLGDG 
ATATAYLCGV 
AS PAG T YAH T 
DPEYPDDYSQ 
MKYEIHRDST 
FDDAIERAGQ 
GNGPGYVLKD 
EQTFIAHVMA 
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E — > 



W- 

w- 



E- 
E— 
E— 
E— 
E- 
E- 
E- 
E— 
E- 
E- 
E — 
E~ 
E — 
E— 
E— 
E- 
E— 
E-- 
E— 
E — 
E — 
E — 
E— 
E — 



210 
211 
212 
213 
214 
215 
218 
219 
220 
221 
222 
223 
224 
225 
226 
227 
228 
230 
231 
232 
233 
234 
235 
236 
238 
239 
240 
241 
242 
243 
244 
245 
24 
24 
24 
24 
25C 
251 
252 
253 
254 
255 




RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/677,877 TIME: 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



04/09/2004 
15 



FAACLEPYTA CDLAPPAGTT DAAHPGSGRS NGLPGPIGPP GPRGRTGDAG 
PGPPGPPSAG FDFSFLPQPP QEKAHDGGRY YRADDANVVR DRDLEVDTTL 
RSPEGSRKNP ARTCRDLKMC HSDWKSGEYW IDPNQGCNLD AIKVFCNMET 
SVAQKNWYIS KNPKDKRHVW FGESMTDGFQ FEYGGQGSDP ADVAIQLTFL 
ilTY HCKNSVA YMDQQTGNLK KALLLKGSNE IEIRAEGNSR^FTYSVTV DGC 

VlfiYKTTKSS RLPIIDVAPL DVGAPDQEFG FDVGPVCFL ^ " 

INFORMATION FOR SEQ ID NO: 7: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2294 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: N 
(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer/AP-T2 
(ix) FEATURE: 

(A) NAME /KEY : CDS 

(B) LOCATION: 12.. 2278 
(D) OTHER INFORMATION: 

SEQUENCE INSCRIPTION: SEQ ID NO: 7 



PVGPPGPPGP 
KSLSQQIENI 
GETCVYPTQP 
RLMSTEASQN 
TSHTGAWGKT 





lTGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTG 
GGCATCATCC(^GTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGAG^ 
CCTGGGTGCCGCCAAGAAGCTGCAC^CTGCACA^ 

TCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGG 
AAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCCATGGACCGCTTCCCATATG 
TCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCC^ 
CCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGC 
TTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATC 
GAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAG 
CCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGCCTGCC 
TCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGkCAGCTCATCTCC^ 
TGACGTGATCCTAGGTGGAGGCCGAAAGTACATGTTTCCCATGGGAACCCCAGACCCTG 
AGTACCCAGATGACTACAG^G^GGTGGGACGAGGCTQ 

GAATG^TGGCGAAGCGC(^GGGTGCCCGGTATGTGTGGAACCGGACTGAGCTCATGCA 
GGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGA 
AATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCT 
GCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCG 
256| CATCGACCATGGTCATCATGAAAGCAGGGCTTACCGGGCACTGACTGAC^ 
251 TCGACGACGCCATTGAGAGGGCGGGCCAGCT(^CC^GCGAGGAGGACACGCTGAGCCTC 

258 GTGACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTC 

259 CATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTAT 
2 60y ACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGC 
2 6 1\ GAGAGCGGGAGCCCCGAGTATCGGCAGCAGT<^^ 

2 62 CGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACG 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/677,877 



DATE: 04 
TIME: 15 



/09/2004 
:37: 16 



E- 


-> 


263 


E- 


-> 


264 


E- 


-> 


265 


E- 


-> 


266 


E- 


-> 


267 


E- 


-> 


268 


E- 


-> 


269 


E- 


-> 


270 


E- 


-> 


271 


E- 


-> 


272 


E- 


-> 


273 


E- 


-> 


274 


E- 


-> 


275 


E- 


-> 


276 


E- 


-> 


277 


E- 


-> 


278 



Input Set : A:\PTO.LN.txt 

Output Set: N: \CRF4\040920 04\ J677877_J 3J*- 



E— > 



W— > 
W— > 



GGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTAC 
ACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGTTCCGG 
AGATCTGATGCC^TGTGGTTCGTGACCGTGACCTCGAGGTGGACACCACCCTCAAGAG 
CCTGAGCCAGCAGATCGAGAACATCCGGAGCCCAGAGGGAAGCCGCAAGAACCCCGCCC 
GCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAGTGGAGAGTACTGGATT 
GACCCCAACC^G^TGCAACCTGGATGCCATCAAAGTCTTCTGCAACATGGAGACTGG 
TGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCCCAGAAGAACTGGTACATCAGCA 
AGAACCCCAAGGACAAGAGGCATGTCTGGTTCGGCGAGAGCATGACCGATGG^ 
TTCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATGTGGCCATCCAGCTGACCTTCCT 
GCGCCTGATGTCCACCGAGGCCTCCCAGAAC^TCACCT 

CCTAC^TGGACCAGCAGACTGGCAACCTCAAGAAGGCCCTGCTCCTCAAGGGCTCCAAC 




CCTGTCTGCTTCCTGTAAACTCCCTCCATCTAGA 



(2) 



CIGG CCCTGTCTGCTTC 

5N FOR SEQ ID NOT 




Xba 

INFORMATION" FOR SEQ ID N&T 8: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 755 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

i) MOLECULE TYPE: protein 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
i) SEQUENCE DESCRIPTION: SEP ID NOj _J3___ 

LLLLLLLGL RLQLSLGIIP VEEENPDFWN REAAEALGAA KKLQPAQTAA 
MGVSTVTAAR ILKGQKKDKL GPEIPLAMDR FPYVALSKTY NVDKHVPDSG 
KGNFQTIGLS AAARFNQCNT TRGNEVISVM NRAKKAGKSV GWTTTRVQH 
VNRNWYSDAD VPASARQEGC QDIATQLISN MDIDVILGGG RKYMFPMGTP 
GGTRLDGKNL VQEWLAKRQG ARYVWNRTEL MQASLDPSVT HLMGLFEPGD 
LDPSLMEMTE AALRLLSRNP RGFFLFVEGG RIDHGHHESR AYRALTETIM 
LTSEEDTLSL VTADHSHVFS FGGYPLRGSS IFGLAPGKAR DRKAYTVLLY 
GARPDVTESE SGSPEYRQQS AVPLDEETHA GEDVAVFARG 
FAACLEPYTA CDLAPPAGTT DAAHPGSGRS DANVVRDRDL 
GSRKNPARTC RDLKMCHSDW KSGEYWIDPN QGCNLDAIKV 
KNWYISKNPK DKRHVWFGES MTDGFQFEYG GQGSDPADVA 
CK NSVAYMDO OTGNLKKALL LKGSNEIEIR AEGNSRFTYS VTVDGCTSHT 
KTTKSSRLPI IDVAPLDVGA PDQEFGFDVG PVCFL 
INFORMATION FOR SEQ ID NO: 9: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1734 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 
iii) HYPOTHETICAL: N 

(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 



/ 



ML 




PQAHLVHGVQ 
EVDTTLKSLS 
FCNMETGETC 
IQLTFLRLMS 



KNLIIFLGDG 
ATATAYLCGV 
ASPAGTYAHT 
DPEYPDDYSQ 
MKYEIHRDST 
FDDAIERAGQ 
GNGPGYVLKD 
EQTFIAHVMA 
QQIENIRSPE 
VYPTQPSVAQ 
TEASQNITYH 
GAWGKTVIEY 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/677 , 877 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



DATE: 04/09/2004 
TIME: 15:37:16 



(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer /sTNFRI I 
(ix) FEATURE: 

(A) NAME /KEY : CDS 

(B) LOCATION: 18.. 1718 
(D) OTHER INFORMATION: 

)UENCE DESCRIPTION: SEQ ID 



TO 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 




.) SEQUENCE 



TCCCGCCCGCACCCATGGCGCCCGTCGCCGTCTGGGCCGCGCTGGCCGTCGGACTGGAGCT 
CTGGGCTGCGGCGCACGCCTTGCCCGCCCAGGTGGCATTTACACCCT^ 
AGCACATGCCGGCTCAGAGAATACTAT GACCAGACAGC TCAGATGT GC TGCAGCAAAT GC TCGC 
CGGGCCAAC^TGCAAAAGTCTTCTGTACCAAGACCTCGGA<^ 

(^GCAC^TACACCCAGCTCTGGAACTGGGTTCCCGAGTGCTTGAGCTGTGGCTCCCGCTGTAGC 
TCTGACCAG^TGGAAACTCAAGCCTGCACTCGGGAACAGAACCGC^ 

GCTGGTACTGCGCGCTGAGCAAGCAGGAGGGGTGCCGGCTGTGCGCGCCGCTGCGCAAGTGCCG 

CCCGGGCTTCGGCGTGGCCAGACCAGGAACTGAAACATCAGACGTG^ 

CCGtfSGGACGTTCTCCAACACGACTTCATCCACGGATATTT 

TGGTGGCCATCCCTGGGAATGCAAGCATGGATGCAGTCTGCACGTCCACGTCCCCCACCCGGAG 

TATGGCCCCAGGGGCAGTACACTTACCCCAGCCAGTGTCCACACGATCCCAAC^ 

ACTCCAGAACC<^GCACTG£TCC^GCACCTC^ 

CTGAAGGGAGCACTGGATCTAACGGTCTCCCTGGCCCCATTGGGCCCCCTGGTCCTCGC GG 
TCGCACTGGTGATGCTGGTCCTGTTGGTCCCCCCGGCCCTCCTGGACCTCCTGGTCCCC 
CTGGTCCTCCCAGCGCTGGTTTCGACTTCAGCTTCCTGCCCCAGCGACCTCAAGAGAAG 
GCTCACGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTTCGTGACCGTGA 
CCTCGAGGTGGACACCACCCTC^GAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCC 
CAGAGGGAAGCCGCAAGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCT 
GACTGGAAGAGTGGAGAGTACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCCAT 
CAAAGTCTTCTGCAACATGGAGACTGGTGAGACCTGCGTGTACCCCACTCAGCCCAGTG 
TGGCCCAGAAGAACTGGTAC^TC^GCAAGAACCCaAAGGACAAGAGGCATGTCT 
GGCGAGAGGATGACCGATGGATTCCAGTTCGAGTATGGCGGCGAGGGCTCCGACCCT^ 
CGATGTGGCCATCCAGCTGACCTTCCTGCGCCTGATGTCGACCGAGGCCTCCGAGAACA 
TCACCTACCACTGCAAGAACAGCGTGGCCTACATGGACCAGCAGACTGGCAACCTG^ 
AAGGCCCTGCTCCTCAAGGGCTCCAACGAGATCGA^^ 

CTTCACCTACAGCGTCACTGTCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGA 
CAGTGATTGAATACAAAACCACCAAGTCCTCCCGCCTGCCCATCATCGATGTGGCCCCC 
TTGGACGTTGGTGCCCCAGACCAGGAATTCGGCTTCGACGTTGGCCCTGTCTGCTTCCT 
grPTrriftTCTAGA 

^z^Tew^ ^ 

NFORMATION FOR SEQ ID NO: 10: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 566 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRIPTION^ SEQ ID NO: 10 




/*Tj(MAF 
/6UQHAI 



MAPVAVWAAL AVGLELWAAA HALPAQVAFT 
QHAKVFCTKT SDTVCDSCED STYTQLWNWV 



PYAPEPGSTC RLREYYDQTA QMCCSKCSPG 
PECLSCGSRC SSDQVETQAC TREQNRICTC 



60) 

TC/ ll2Q/ 
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E— > 



W- 

w- 



-> 
-> 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 



-> 
-> 
-> 
-> 

> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 
-> 

> 
-> 
-> 
-> 
-> 

> 
-> 
-> 

> 
-> 




W^/RAW SEQUENCE LISTING DATE: 
i<5 PATENT APPLICATION: US/10/677,877 TIME: 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



04/09/2004 
15:37:16 



373 
374 
375 
376 
377 
378 

379/ 

380' 

383 
384 
385 
386 
387 
388 
389 
390 
391 
392 
393 
395 
396 
397 
398 
399 
400 
401 

404^Basi HI 



RPGWYCALSK QEGCRLCAPL RKCRPGFGVA RPGTETSDVV CKPCAPGTFS 

PHQICNVVAI PGNASMDAVC TSTSPTRSMA PGAVHLPQPV STRSQHTQPT 

FLLPMGPSPP AEGSTGSNGL PGPIGPPGPR GRTGDAGPVG PPGPPGPPGP 

SFLPQPPQEK AHDGGRYYRA DDANVVRDRD LEVDTTLKSL SQQIENIRSP 



NTTSSTDICR 
PEPSTAPSTS 
PGPPSAGFDF 
EGSRKNPART 



CRDLKMCHSD WKSGEYWIDP NQGCNLDAIK VFCNMETGET CVYPTQPSVA QKNWYISKNP 
KDKRHVWFGE SMTDGFQFEY GGQGSDPADV AIQLTFLRLM STEASQNITY HCKNSVAYMD 
VOOT GNLKKAL LLKGSNEIEI RAEGNSRFTY SVTVDGCTSH TGAWGKTVIE YKTTKSSRL^/ 

I IIDVAPLDVG APDQE FGFDV GPVCFL "~ " 

INFORMATION FOR SEQ ID NO: 11: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1542 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
HYPOTHETICAL: N 
ANTI-SENSE: N 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
IMMEDIATE SOURCE: 

(B) CLONE: pTrimer/sTNFRII-T2 
FEATURE : 

(A) NAME /KEY : CDS 

(B) LOCATION: 18.. 1526 
(D) OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 11 




(ii) 
(iii) 
(iv) 

(vi) 

(vii) 
(ix) 



405 ^SGXTcdcGC^GCACCCATG^ TGGGCCGCGCTGGCCGTCGGACTGGAGCTl^ ^ 




406 
407 
408 
409 
410 
411 
412 
413 
414 
415 
416 
417 
418 
419 
420 
421 
422 
423 
424 
425 
426 



CTGGGCTGCGGCGCACGCCTTGCCCGCCCAGGTGGCATTTACACCCTACG 
AGCACATGCCGGCTCAGAGAATACTATGACCAGACAGCTCA 

CGGGCCAA<^TGCAAAAGTCTTCTGTACC^GACCTCGGAC^CCGTGTGTGACTCCTGTGAGG^ 
CAGCACATAC^CCCAGCTCTGGAACTGGGTTCCCGAGTGCTTGAGCTGTG^TCCCGCTGTAGC 
TCTGACCAGGTGGAAACTGAAGCCTGCACTCGGGAA 

GCTGGTACTGCGCGCTGAGCAAGCAGGAGGGGTGCCGGCTGTGCGCGTCCGCT 
CCCGGGCTTCGGCGTGGCCAGACGAGGAACTGAAACATCAGACGTG^ 
CCGGGGACGTTCTCCAACACGACTTCATCC^CGGATATTTGCAGGCCCCACCAGAT 
TGGTGGCC^TCCCTGGGAATGCAAGCATGGATGCAGTCTGCACGTCC^CGTCCCCCACCCGGAG 
TATGGCCCCAGGGGCAGTACACTTACCCCAGCGAGTGTCCACACGATCCC^ 
ACTCCAGAACCCAGCACTGCTCCAAGCACCTCCTTCCTGCTCCCAATGGGCCCCAGCCCCCCAG 
CTGAAGGGAGCACTGGATCTGATGCCAATGTGGTTCGTGACCGTGACCTCGAGGTGGAGAC 
CACCCTGAAGAGCCTGAGCC^GCAGATCGAGAA 

AGAACCCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAGTGGA 
GAGTACTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCCATCAAAGTCT 
CATGGAGACTGGTGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCCCAGAAGAAC^ 
GGTAC^TC^GCAAGAACCCCAAGGACAAGAGGCATGTCTG^ 

GATGGATTCCAGTTCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATGTGGCCATCCA 
GCTGACCTTCCTGCGCCTGATGTCCACCGAGGCCTCCC^GAA(^TCACCTACCACTGCA 
AGAA(^GCGTGGCCTA(^TGGACCAGCAGACTGGCAACCTCAAGAAGGCCCTGCTCCTC 
AAGGGCTCCAACGAGATCGAGATCCGCGCCGAGGGCAACAGCCGCTTCACCTACAGCGT 



T 
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e— > 

E— > 
E— > 
E— > 
E— > 



E— > 



W- 



E — > 
E--> 
E~> 
E— > 
E— > 
E— > 
E— > 
E— > 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/677 , 877 TIME: 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



04/09/2004 
15:37:16 



427j 

42* 

42! 

430 v 

431 

434 

435 

436 

437 

438 

439 

440 

441 

442 

445 

446 

447 

448 

449 

450 

451 

452- 

453 

456 

457 

458 

459 

460 

461 

4 62 

463 

464 

465 

466 

468 

469 

470 

471 

472 

473 

474 

477 

478 

479 

480 

481 

482, 

48: 

484\ 



CACTGTCGATGGCTGCACGAGTCACACCGGAGCCTGGGGCAAGACAGTGATTGAATACA 
AAACCACCAAGTCCTCCCGCCTGCCCATCATCGATGTGGCCCCCTTGGACGTTGGTGCC 
CCAGACCAGGAATTCGGCTTCGACGTTGGCCCTGTCTGCTTCCTGTAAACTCCCTCCAT 



'Xba 




N FORMAT I ON FOR SEQ ID NO: 12: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 502 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRT PTTONT- spo ID NO : 12. 



MAPVAVWAAL AVGLELWAAA HALPAQVAFT 
QHAKVFCTKT SDTVCDSCED STYTQLWNWV 
QEGCRLCAPL RKCRPGFGVA 
PGNASMDAVC TSTSPTRSMA 
AEGSTGSDAN VVRDRDLEVD 
EYWIDPNQGC NLDAIKVFCN 



PYAPEPGSTC 
PECLSCGSRC 

RPGTETSDVV CKPCAPGTFS 
PGAVHLPQPV STRSQHTQPT 
TTLKSLSQQI ENIRSPEGSR 
METGETCVYP TQPSVAQKNW 
GFQFEYGGQG SDPADVAIQL TFLRLMSTEA SQNITYHCKN SVAYMDQQTG 
SNF.TF.TRAR G NSRFTYSVTV DGCTSHT GAW GKTVIEYKTT KSSRLPIIDV 



IRPGWYCALSK 
PHQICNVVAI 
FLLPMGPSPP 
KMCHSDWKSG 
HVWFGESMTD 
t ^2lAj^LKK^J J .T .KG 

APLDVGAPDQ EFGFDVGPVC FL 
(2) INFORMATION FOR SEQ ID NO: 13: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2139 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: N 
(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer/sCD4-T0 
(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 24.. 2123 
(D) OTHER INFORMATION: 

SEQUENCE. DESCRIPTION: SEQ ID NO: 



RLREYYDQTA QMCCSKCSPG 
SSDQVETQAC TREQNRICTC 
NTTSSTDICR 
PEPSTAPSTS 
KNPARTCRDL 
YISKNPKDKR 




Jxi) 
iind 113 



5QUENCE. DE 



13 




J 



iC^TTCCCTCGGCAAGGCCACAATGAACCGGKSK^GTCCCTTTTAGGCACTTGCTTCTG 
TC^TGCAACTGGCGCTCCTCCCAGCAGCCACTCAGGGAAAGAAA 1 
T ACAGT GGAACT GACC T GTACAGC T T C C CAGAAGAAGAGCATACAAT TCC I 
' ACTGGAAAAACTCCAACCAGATAAAGATTC TGGGAAATCAGGGCTCC T TC TTAACTAAA / 
GGTCCATCCAAGCTGAATGATCGCGCTGACTCAAGAAGAAGCCT j 
CTTTCCCCTGATCATCAAGAATCTTAAGATAGAAGACTCAGATACTTAGATCTGTGAAG \ J 
TGGAGGACCAGAAGGAGGAGGTGCAATTGCTAGTGTTCGGATTGACTGCCAACTCTGAC^/ 



rS 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/677 , 877 

Input Set : A:\PTO.LN.txt 
-O utput 6ct -^-NjACEE4\04092004\J677877 . 



DATE: 
TIME: 



04/09/2004 
15:37:16 



raw 



E — 


-> 


/IOC 

4oD 


E — 


-> 


A O C 

48o 


E- 


-> 


487 


E- 


-> 


488 


E- 


-> 


489 


E- 


-> 


490 


E- 


-> 


491 


E- 


-> 


492 


E- 


-> 


493 


E- 


-> 


494 


E- 


-> 


495 


E- 


-> 


496 


E- 


-> 


497 


E- 


-> 


498 


E- 


-> 


499 


E- 


-> 


500 


E- 


-> 


501 


E- 


-> 


502 


E- 


-> 


503 


E- 


-> 


504 


E- 


-> 


50f 


E- 


-> 


506 


E- 


-> 


507 


E- 


-> 


506 


E- 


-> 


50! 


E- 


-> 


510 


E- 


-> 




E- 


-> 


a 


E- 


-> 




E- 


-> 


514 


E- 


-> 


515 



CCCACCTGCTTCAGGGGCAGAGCCTGACCCTGACCTTGGAGAGCCCCCCTGGTAGTAG 
CCCTCAGTGKIAATGTAGGAGTCCAAGGGGTAAAAACATACAGW^^ 

CCGTGTCTCAGCTGGAGCTCCAGGATAGTGGCACCTGGACATGCACTGTCTTGCAGAAC 

CAGAAGAAGGTGGAGTTCAAAATAGAGATCGTGGTGCTA 

CATAGTCTATAAGAAAGAGGGGGAACAGGTGGAGTTCTCCTTCCCACTCGCCTTTACAG 
TTGAAAAGCTGACGGGCAGTGGCGAG^TGTGGTGGCAGGCGGAGAGGGCTTCCTCCTCC 
AAGTCTTGGATCACCTTTGACCTGAAGAACAAGGAAGTGTCTGTAAAACGGGTTACCCA 
GGACCCTAAGCTCCAGATGGGCAAGAAGCTCCCGCTCCACCTCACCCTGCCCCAGGCCT 
TGCCTCAGTATGCTGGCTCTGGAAACCTCACCCTGGCCCTTGAAGCGAAAACAGGAAAG 
TTGCATCAGGAAGTGAACCTGGTGGTGATGAGAGCCACTCAGCTC(^GAAAAATTTGAC 
CTGTGAGGTGTGGGGACCCACCTCCCCTAAGCTGATGCTGAGCTTGAAACTGGAGAACA 
AGGAGGCAAAGGTCTCGAAGCGGGAGAAGGCGGTGTGGGTGCTGAACCCTGAGGCGGGG 
ATGTGGCAGTGTCTGCTGAGTGACTCGGGACAGGTCCTGCTGGAATCCAACATCAAGGT 
TCTGCCCAGATCTAACGGTCTCCCTGGCCCCATTGGGCCCCCTGGTCCTCGCGGTCGCA 
CTGGTGATGCTGGTCCTGTTGGTCCCCCCGGCCCTCCTGGACCTCCTGGTCCCCCTGGT 
CCTCCCAGCGCTGGTTTCGACTTCAGCTTCCTGCCCCAGCCACCTCAAGAGAAGGCTCA 
CGATGGTGGCCGCTACTACCGGGCTGATGATGCCAATGTGGTTCGTGACCGTGACCTCG 
AGGTGGACACCACCCTCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCAGAG 
GGAAGCCGCAAGAACCCCGCCCGCACCTG^CGTGACCTOUVGATGTGCCACTCTGACTG 
GAAGAGTGGAGAGT AC T GGAT TGACCC CAACCAAGGCT GCAACC TGGAT GCCAT CAAAG 
TCTTCTGCAACATGGAGACTGGTGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCC 
CAGAAGAACTG^TACATCAGCAAGAACCCCAAGGACAAGA 

GAGCATGACCGATGGATTCCAGTTCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATG 
TGGCCATCCAGCTGACCTTCCTGCGCCTGATGTCCACCGAGGCCTCCCAGAACATCACC 
TACGACTGCAAGAACAGCGTGGCCTACATGGACCAGCAGACTGGCAACCTCAAGAAGGC 



ATTGAATACAAAACCACCAAGTCCTCCCGCCTGCCCATCATCGATGTGGCCCCCTTGGA 
CGTTGGTGCCCCAGACCAGGAATTCGGCTTCGACGTTGGCCCTGTCTGCTTCCTGTAAA 

itccc^c^^,^ peter 





(vi) 




INFORMATION FOR SEQ ID NO: 14: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 699 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRIPTION: SEP ID NO: 



5 



14 



MNRGVPFRHL LLVLQLALLP AATQGKKVVL GKKGDTVELT CTASQKKSIQ 
ILGNQGSFLT KGPSKLNDRA DSRRSLWDQG NFPLI IKNLK IEDSDTYICE 

LVFGLTANSD THLLQGQSLT LTLESPPGSS PSVQCRSPRG KNIQGGKTLS 

TWTCTVLQNQ KKVEFKIDIV VLAFQKASSI VYKKEGEQVE FSFPLAFTVE 

QAERASSSKS WITFDLKNKE VSVKRVTQDP KLQMGKKLPL HLTLPQALPQ 

LEAKTGKLHQ EVNLVVMRAT QLQKNLTCEV WGPTSPKLML SLKLENKEAK 

LNPEAGMWQC LLSDSGQVLL ESNIKVLPRS NGLPGPIGPP GPRGRTGDAG 

PGPPGPPSAG FDFSFLPQPP QEKAHDGGRY YRADDANVVR DRDLEVDTTL 

RSPEGSRKNP ARTCRDLKMC HSDWKSGEYW IDPNQGCNLD AIKVFCNMET 



FHWKNSNQIK 
VEDQKEEVQL 
VSQLELQDSG 
KLTGSGELWW 
YAGSGNLTLA 
VSKREKAVWV 
PVGPPGPPGP 
KSLSQQIENI 
GETCVYPTQP 
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E— > 



W- 



538 

53S/ 

54C 

544" 

545 

546 

547 

548 

549 

550 

551 

552 

553 

554 

556 

557 

558 

559 

560 

561 

562 




RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/677,877 TIME: 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



04/09/2004 
15:37:16 



5 



SVAQKNWYIS KNPKDKRHVW FGESMTDGFQ FEYGGQGSDP ADVAIQLTFL RLMSTEASQN 
ITYH CKNSVA YMDOOTGNLK KALLLKGSNE TEIRAEGNSR FTYSVTV DGC TSHTGAWGKT 
lYKTTKSS RLPIIDVAPL DVGAPDQEFG FDVGPVCFL * 
INFORMATION FOR SEQ ID NO: 15: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1947 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: N 
(iv) ANTI-SENSE: N 
(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTrimer/sCD4-T2 
. (ix) FEATURE: 

(A) NAME /KEY : CDS 

(B) LOCATION: 24.. 1931 
(D) OTHER INFORMATION: 

DESCRIPTION: SEQ ID NO: 15 rfi 



E- 


-> 


565 ( 


E- 


-> 


566 


E- 


-> 


567 


E- 


-> 


568 


E- 


-> 


569 , 


E- 


-> 


570/ 


E- 


-> 


571 


E- 


-> 


572 1 


E- 


-> 


573 


E- 


-> 


574 


E- 


-> 


575 


E- 


-> 


576 


E- 


-> 


577 


E- 


-> 


578/ 


E- 


-> 


57S/ 


E- 


-> 


58C M 


E- 


-> 


581 


E- 


> 


582 J 


E- 


-> 


583] 


E- 


-> 


584J 


E- 


-> 


583 


E- 


-> 


58d 


E- 


-> 


587 


E- 


-> 


58B 


E- 


-> 


58Sv 


E- 


-> 


590 


E- 


-> 


591 


E- 


-> 


592 



(xi) SEQUENCE, DESC 




:ttccctcggcaaggccac^tgaaccggggagtc^ 
5tgctgcaactggcgctcctcccagcagccactcagggaaagaaagtggtgctgggca 
vtacagtggaactgacctgta<^gcttcccagaagaagagcatacaattcc i 
kac tccaaccagataaagat tc tgggaaat cagggc tcc t t c t taac taaa i 
ggtccatccaagctgaatgatcgcgctgactcaagaagaagcctttc^^ \ 
ctttcccctgatc^tcaagaatcttaagatag^gactcagatacttacatctgtgaag 
tggaggaccagaaggaggaggtgcaattgctagtgttcggattgactgccaactctgac 
acccacctgcttcag^sggcagagcctgaccctgaccttggagagcccccctggtagtag 
cccctcagtgcaatgtaggagtccaaggggtaaaaacatacagggggggaagaccctct 
ccgtgtctcagctggagctccaggatagtggcacctggacatgcactgtcttgcagaac 
cagaagaaggtggagttcaaaatagagatcgtggtgctagct t t ccagaaggcct ccag 
catagtctataagaaagagggggaacaggtggagttctccttcccactcgcctttacag 
ttgaaaagctgacgggcagtggcgagctgtggtggcaggcggagagggcttcctcctcc 



TGCCTCAGTATGCTGGCTCTGGAAACCTCACCCTGGCCCTTGAAGCGAAAACAGGAAAG 
TTGCATCAGGAAGTGAACCTGGTGGTGATGAGAGCCACTCAGCTCCAGAAAAATTTGAC 
CTGTGAGGTGTGGGGACCCACCTCCCCTAAGCTGATGCTGAGCTTGAAACTGGAGAACA 
AGGAGGCAAAGGTCTCGAAGCGGGAGAAGGCGGTGTGGGTGCTGAACCCTGAGGCGGGG 
ATGTGGCAGTGTCTGCTGAGTGACTCGGX^CAG^TCCTGCTGGAATCCAACATCAAGGT 
TCTGCCCAGATCTGATGCCAATGTGGTTCGTGACCGTGACCTCGAGGTGGACACCACCC 
TCAAGAGCCTGAGCCAGCAGATCGAGAACATCCGGAGCCCAGAGGG^ 
CCCGCCCGCACCTGCCGTGACCTCAAGATGTGCCACTCTGACTGGAAGAGTGGAGAGTA 
CTGGATTGACCCCAACCAAGGCTGCAACCTGGATGCCATCAAAGTCTTCTGCAACATGG 
AGACTGGTGAGACCTGCGTGTACCCCACTCAGCCCAGTGTGGCCCAGAAGAACTGGTAC 
ATGAGCAAGAACCCCAAGGACAAGAGGCATGTCTGGTTCGGCGAGAGKIATGACC 
ATTCCAGTTCGAGTATGGCGGCCAGGGCTCCGACCCTGCCGATGTGGCCATCCAGCTGA 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/677 , 877 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



DATE: 04/09/2004 
TIME: 15:37:16 



E— > 


593, 


E — > 


594 


E— > 


593 


E— > 


596 


E— > 


59fr 


E— > 


598, 


E~> 


599 



CCTTCCTGCGCCTGATGTCCACCGAGGCCTCCCACiAACATCACCTACCACTGCAAGAAC 
AGCGTGGCCTACATGGACCAGCAGACTGGCAACCTCAAGAAGGCCCTGCTCCTCAAGGG 
CTCCAACGAGATCGAGATCCGCGCC 
TCGATGGCTGCACGAGTCACACCGGAGCCT 

ACCAAGTCCTCCCGCCTGCCCATCATCGATGTGGCCCCCTTGGACGTTGGTGCCCCAGA 
^CCAGGAM^^ 




3G^2^3bCGACGTTGG£CCTGTC' 

INFORMATit^fr FOR SEQ ID NO: 16: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 635 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

MOLECULE TYPE: protein 
ORIGINAL SOURCE: 

(A) ORGANISM: Homo sapiens 
SEQUENCE DESCRIPTION: SEP ID 




NRGVPFRHL 
ILGNQGSFLT 
LVFGLTANSD 
TWTCTVLQNQ 
QAERASSSKS 
LEAKTGKLHQ 
iLNPEAGMWQC 
GSRKNPARTC 
/KNWYISKNPK 
QCNSVAYMD&- 
KT^KSSRLPI 



IDVAPLDVGA PDQEFGFDVG FVCFL " 




LLVLQLALLP AATQGK: 

KGPSKLNDRA DSRRSLWDQG NFPLIIKNLK 
THLLQGQSLT LTLESPPGSS PSVQCRSPRG 
KKVEFKIDIV VLAFQKASSI VYKKEGEQVE 
WITFDLKNKE VSVKRVTQDP KLQMGKKLPL 
EVNLVVMRAT QLQKNLTCEV WGPTSPKLML 
LLSDSGQVLL ESNIKVLPRS DANVVRDRDL 
RDLKMCHSDW KSGEYWIDPN QGCNLDAIKV 
DKRHVWFGES MTDGFQFEYG GQGSDPADVA IQLTFLRLMS 
?TGNT.KKPJ|L LKGSNEIEIR AEGNSRFTYS VTVDGCTSHT 



SLKLENKEAK VSKREKAVWV 
EVDTTLKSLS QQIENIRSPE 
FCNMETGETC VYPTQPSVAQ 
TEASQNITYH 
GAWGKTVIEY 



*FYI: All U.S. applications filed on or after July 1, 1 998, and which cannot claim a prior 
application filed before July 1, 1998, must use the "new" Sequence Rules format. This 
sequence listing is in "old" Sequence Rules format. - 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/677,877 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 



DATE: 04/09/2004 
TIME: 15:37:17 



L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

L 

M 

L 

L 

L 

L 

L : 

L: 

L: 

L: 

L: 

L: 

L: 

M: 

L: 

L: 

L: 

L: 

L : 

L: 

L: 

L: 

L: 

L : 

M: 

L: 

L: 

L: 

L: 

L: 

L: 

L: 



0 M:200 E 
0 M:200 E 
0 M:200 
0 M:200 
0 M:200 
0 M:200 
0 M:200 
0 M:200 
0 M:249 
0 M:249 



E 
E 
E 
E 
E 
E 
C 
C 

0 M:249 C 
13 M:246 W 



Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Mandatory Header Field missing, 
Inserted Mandatory Field, [(vi) 
Inserted Mandatory Field, 
Inserted Mandatory Field, 



t(i) APPLICANT:] of (1) 
[(ii) TITLE OF INVENTION : ] of (1) 
[(A) ADDRESSEE:] of (l)(iv) 
[ (B) STREET: ] of (1) (iv) 
[ (C) CITY: ] of (1) (iv) 
[ (D) STATE: ] of (1) (iv) 
[ (E) COUNTRY: ] of (1) (iv) 
[ (F) ZIP:] of (1) (iv) 
CURRENT APPLICATION DATA:] 
[(A) APPLICATION NUMBER : ] 
[ (B) FILING DATE: ] 



Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=l 
14 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=l 
27 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INV^ID KEYS : 3 

27 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

28 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ IOa 
28 M:254 J2j No. of Bases conflict, Input :0 Counted: 55 SEQilpS 
254 Repeated in SeqNo=l 

46 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 

46 M:333 JC; Wrong sequence grouping, Amino acids not in groups 

64 M:333 E: Wrong sequence grouping, Amino acids not in groups \ts 

64 M: 330 JTT (2) Invalid Amino Acid Designator, 2 

64 M:203£: No. of Seq. differs, LENGTH : Input : 311 Found:2 SEQ:2 

74 M:246 W*: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=3 
Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=3 
(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 3 
Wrong sequence grouping, Amino acids not in groups!* 
Invalid Amino Acid Number in Coding Region, SEQ ID: 3 

89 M:254 J<^ No. of Bases conflict, lnput:0 Counted: 64 SEQ:3^ 

254 Repeated in SeqNo=3 

102 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS: 2 
102 M:333 ^E; Wrong sequence grouping, Amino acids not in groups!^" 
Wrong sequence grouping, Amino acids np£ in groups ! 
(2) Invalid Amino Acid Designator, 1* 
No. of Seq. differs, LENGTH : Input : 247 Found: 1 SEQ: 4 

Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=5 
Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=5 
(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 

144 M:333 Jlj^ Wrong sequence grouping, Amino acids not in groups 

145 M:254 E: No. of Bases conflict, Input : 0 Counted: 59 SEQ:5" 
254 Repeated in SeqNo=5 

188 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS:2 

188 M:333 E^ Wrong sequence grouping, Amino acids not in groups!^ 

215 M:333 IU- Wrong sequence grouping, Amino acids notMi groups! c 

215 M:330 £j_ (2) Invalid Amino Acid Designator, 4*^"^ 

215 M:203 il^No. of Seq. differs, LENGTH : Input : 819 Founds SEQ: 6 

225 M:246 W: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo-7 

226 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=7 



75 M:246 W: 

88 M:334 W: 
0B^M:333 £j 

89 M:336 W: 



120 M:333 E: 
120 M:330 £: 
120 {4:203 E: 
130'M:246 W: 
131 M:246 W: 
144 M:334 W: 
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VERIFICATION SUMMARY DATE : 04/09/2004 

PATENT APPLICATION: US/10/677,877 TIME: 15:37:17 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 

L:238 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L:%38_ M: 333 Wrong sequence grouping, Amino acids not in groups! 
L:239 M:254^E: No. of Bases conflict, lnput:0 Counted:59 SEQ: l d 
M:254 Repeat&Hin SeqNo=7 
L:278 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L: 27.8 M: 333 E: Wrong sequence grouping, Amino acids not in groups 
L:3£-4 M:333 Ej_ Wrong sequence grouping, Amino acids not in groups! 
L:3_04 M:330 (2) Invalid Amino Acid Designator, 4 

L: 304 M: 203 No. of Seq. differs, LENGTH : Input : 755 Found:4 SEQ:8^ 

L:314 M:246 W: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=9 
L:315 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE : ] , SeqNo=9 
L:327 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L:327 M:333 ,E^ Wrong sequence grouping, Amino acids not in groups ! 
L:328 M:254.^ No. of Bases conflict, Input : 0 Counted:64 SEQ:9 
M:254 Repeated in SeqNo=9 

L:357 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVAJ^LD KEYS : 2 
L:357 M:333^E: Wrong sequence grouping, Amino acids not in groups!^" - 
L:380 M:333 Ej Wrong sequence grouping, Amino acids not in groups! 
L:380 M:330 Ej: (2) Invalid Amino Acid Designator, 3 L^' 
L:380 M:203 Jj No. of Seq. differs, LENGTH : Input : 566 Found:3 SEQ:10 
L:390 M:246 W: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=ll 
L:391 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=ll 
L:404 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L: 404 M:333 Ej Wrong sequence grouping, Amino acids not in groups \L~~*~~~' 

L:405 M:254 No. of Bases conflict, lnput:0 Counted:64 SEQ:11<^ 

M:254 RepeatecTin SeqNo=ll 

L:431 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 

L:431 M:333 Jli Wrong sequence grouping, Amino acids not in groups! 1 ' 

L:453 M:333 £; Wrong sequence grouping, Amino acids not in groups! - 

L:453 M:330 £j (2) Invalid Amino Acid Designator, 3 c " 

L:453 M:203 Ex. No. of Seq. differs, LENGTH : Inputjj 02 Found: 3 SEQ: 12 ( ^ 

L:463 M:246 W: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL:], SeqNo=13 
L:464 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=13 
L:477 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L:477 M:333 Ej. Wrong sequence grouping, Amino acids not in groups i 
L: 478 M:254 E: JJo. of Bases conflict, Input : 0 Counted: 59 SEQ: 13 
M:254 Repeated in SeqNo-13 

L:515 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 

L:515 M: 333 Jiu Wrong sequence grouping, Amino acids not in groups K 

L:540 M: 333^E4 Wrong sequence grouping, Amino acids not in groups! 

L:540 M:330 E: (2) Invalid Amino Acid Designator, 4 c — 

L:540 M:203 J^-No. of Seq. differs, LENGTH : Input_^6 99 Found:4 SEQ:14 

L:551 M:246 W: Invalid value of Alpha Sequence^Header Field, [HYPOTHETICAL:], SeqNo=15 
L:552 M:246 W: Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:], SeqNo=15 
L:565 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
L:565 M:333 £j_ Wrong sequence grouping, Amino acids not in groups! 1 
L:566 M:254 j£>-No. of Bases conflict, lnput:0 Counted:59 SEQ:15 
M:254 Repeated in SeqNo=15 — 

L:599 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 2 
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VERIFICATION SUMMARY DATE: 04/09/2004 

PATENT APPLICATION: US/10/677 , 877 TIME: 15:37:17 

Input Set : A:\PTO.LN.txt 

Output Set: N:\CRF4\04092004\J677877.raw 

L:599 M:333 ^ Wrong sequence grouping, Amino acids not in groups! 
L:623 M:333 Ej Wrong sequence grouping, Amino acids no/ in groups! 
L:623 M:330 E: (2) Invalid Amino Acid Designator, 4 *S 
L:623 M:203 E: No. of Seq. differs, LENGTH : Input : 635 Found:4 SEQ:16 
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